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Experiment Section X-ray Structure determinations: Single crystal X-ray diffraction measurements of 1-3 were carried out with a Bruker APEX II CCD diffractometer equipped with a graphite crystal monochromator. The lattice parameters were obtained by least-squares refinement of the diffraction data. All the measured independent reflections were used in the structural analysis, and semi-empirical absorption corrections were applied using the SADABS program. The program SAINT 1 was used for integration of the diffraction profiles. All the structures were solved by direct methods using the SHELXS program of the SHELXTL package and refined with SHELXL 2 . All non-hydrogen atoms were located in successive difference Fourier syntheses. The final refinement was performed by full-matrix least-squares methods with anisotropic thermal parameters for all the non-hydrogen atoms based on F 2 . Except hydrogen atom bonded oxygen atom, the hydrogen atoms were first found in difference electron density maps, and then placed in the calculated sites and included in the final refinement in the riding model approximation with displacement parameters derived from the parent atoms to which they were bonded. Special computations for the crystal structure discussions were carried out with PLATON for Windows. 
